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1.1.1. Polymorphism Search
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1.1.2. Polymorphism Table
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1.1.3. Transcript Search
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1.1.4. Transcript Table
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1.1.5. Sequence View
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1.1.6. STR/SAR Search
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1.1.7. CNV Search
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1.1.8. CNV Table
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1.1.9. Keyword Search
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1.1.10. System Information
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1.2. LD Search System
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1.3. GBrowse
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LD-bin (Definitive haplotype)

( )

( )

( DDBJ )

1 Higasa, K., Miyatake, K., Kukita, Y., Tahira, T. and Hayashi, K. (2007) D-HaploDB: a

database of definitive haplotypes determined by genotyping complete hydatidiform mole
samples. Nucl. Acids Res., 35, D685-689.
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